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7 I s A 5]  # N ThR X £ 358
MEBEE SRR

WA, RO, BB, W

)f; 2,3%

(1. EZEM B R BB, JEET 1007145 2. 7 PG RSMSEE, T BT 530004;
3PS S EEATEE, VT 530004)

A [ BEY ] SFRE R IR DR R BT A T T TS SRR, i X S N TR A 25
FRGEIE I P2 SR B R B S A 2SOy R A . [ 773% ] R PCR-DGGE H0R, L

SIMTOE T P ERE T AR E AR B B B Al MOl SE R R Y 4 0 S R (SRR

ZIHE . OKRBHER K T

) N TARFNSN Tl R E A A TR (0~20 cm) HEREMNEFE . SREEMBAIRE, T T L5
FHE PR S R P2 A B R . [ £ R 15 MORFEIR RN T AR e A 2 Bt 2 0] 0 2.
HE5 (p>0.05), HEIEMEHEZHEES DIESAMERE WEEMX (p<0.05), [&it ] A LEH
RS ZREER, R EE S LR TS SRR N TR O TC I 822 5

LR IEAEREYS ; PCR-DGGE A ; AT Ak; Fir i

hEH3%ES:Q143; S154 XERFRRAD: A

N RS A SRR IR 0 B 220 R 47, 7R
ARESR | B A AR PR BT AT N X A AR AL A5 T K
HEAEM . B P EX AR TR B 24 K R A 2830
VS AR RGN TE /= I W iUy v IR ey N
it e [N AR T AR AR S ARt R 0 FRE R
SERAHT b DA SR AR, o AR i P A bR
o, Ak KRm MR ZAERN SR ( Pinus
massoniana Lamb. ), #2K ( Cunninghamia lanceolata
(Lamb.) Hook. ) %5 N T4 IHlidk L B Ah i A= F
FE# ( Eucalyptus ) 555853 T M AR, MIX
T R AR R A B B 1T E R TTER; (HX
SE N T2l b 2 i i - SR T iR | AR AT
W Ko MK H i ™ o A AR AR R (R A, A
U HIME IS TR A= 25 R G0 36 I R 2878 ki il
PRI SCHERT, S anfal Rl & B B i 22 A T
AR, NI S8 oA 7 g R e 22 d AR 25 Ik
IR, HA7 S LR NIRRT LIRS 5t A A=

Wk FHIH: 2020-12-25  f&BIE . 2021-04-21
HeTH: ERARRERESTHE (31560109 )

XEHS:1001-1498(2021)04-0120-08

FEL R RS TIRE A S RS E
e, SRALLHE ( Castanopsis hystrix Miq. ) . K
ZHE ( Mytilaria laosensis Lec. ) . 'k J1 ( Michelia
macclurei Dandy ) FlILI >4 ( Paramichelia bailonii
(Pierre) Hu ) AN A A= )22 e VEIN) £ + 2 5t [ -4
A AR 2 B A R I #R A b XN TR 298 1Y % e
=R

R ERE . SR IS5 1
EERINDiR L R R O X o A e ) IO o e 2
T A 0 R 5 4 Dy TR L AR T, +
TR ZHE R IR R AR
—, TIEPARRE AR, AR TS L
BV 01 SR S B IS A AT LT
Mo AN fe R I RE I, H -5k . AREEIL
XN TR 2 REVEA B g R MO0 R AT 3 e
YR ZR 43I A5 ) - e At i, i 4
S o P AR 2 3K B T ST MRV N 2 A
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Ry e o B A AR BT PCR-DGGE R L
BRI T ) VHLLE R N AR . B RS A AR
K OR N W ARRE AR TR R v Z AR R, BP9k
S0 35 FHBERR MR 7 R 75 (PLFAs) BF5Y T 3% [ pe I
B A ( Erythrophleum fordii Oliv. ) . R A
T4l — BRSO kb - A W A R T
ZERRAE, W SN R BERR AR DT IR IR T
[P U AT 2R 2 ARAR R N TR i A A= 1y st
SERREENR o BRI, A DGR E R W AT b XA [A] i
MBFR, JEHIE £ A F 5 SRR RO o 1- 35 20
DRV AR 1 LA R e

AR SCUAL T P GERE T b E AR B2 o B A
2N W ol SN SR Sy /NN AR N 2 & D L
FEEFE ( Eucalyptus urophyllaxE.grandis ) 55/
B TAC RGNS, FIH PCR-DGGE $ AR 43
BT A [RI A Tl AT A I3 40 TR V% 22 R 5]
FHR TR R s AR S A R 2
BRI NFEIR R, BAEHE S A TR 4 o 2 A
AR IATR, DU iz A8 07 50 TRk
S R GEIE 2 SR R AR R A 1 I
YRS T SR

1 HFR K RAEHAER I

1.1 FARXHER

F5E DX AL ) PG FEAE T v E AR B A BT B i
ML S rh ORISR (106°51'~106°53" E,
22°02'~22°04' N), iz H X J& T g W AT Z= X
X, ARREREAE, HERTIR, £
R 20.5~21.7°C, A-FHREKE 1200~1 500 mm,
ERZE K1 261~ 1 388 mm, 25 S AH XTI
80%~84%, ZHh X A A B LI Ll Fefs oy &,
h 430~680 m, HHERA Mg, LEEERT
80 cm, pH {HN 4.8~5.51"1,
1.2 Rt

2014 4% 8 H FEMF 5T X 3 B ST Mo 55 1F T 228 s
JEABAR) SRS . 21 KREHEMA I 4 Fh 2
T ARIFN TR B SR A B A N TR A5 %
%, Ho, DR, 8N TART 1983 48 1,
IF 40591 T 1993, 1998, 2009 4 47 1 3 ¥R IA] 1%
(SREEZ 30% )5 AKEHE. K1t A TAHARAE 1981
AEFRE, 00T 1993 41 2003 4EHEAT T 2 Wk IE)R
(SRJEZ) 30%); BB E M N T ARCH 2008 4F 8 i .

bR S AR B R AEAZ RN TR ARG Ml 1
#, WL RN 2 500 Fk-hm 2, 5 FRAR 71
Wi PYIMAE . CREAMRECINT . S AR 435
J9194m, 292 cm. 1470 ¥k-hm™2, ZLHEMR 2351
J917.1m, 23.4cm. 1075 ¥k-hm?2, KEHAHA>
M4 19.7m. 19.2cm. 1208 ¥-hm™2, K SIAAkEy
S350 18.0m. 17.4 cm. 1225 #-hm™>, AAARIY
391 169 m, 11.1 cm. 2300 #k-hm 2,

2 BRIk

2.1 TEHARE

TSP NTARPE L p oA EE
14~ 20m x 20 m fUFEM, FEIEITM TR, 754
ANFEHL N XA LR BEMLIEEE 3 > HHERE S, 12
B 0~20 cm +)Z HHEHE, 8 3 IR S L
SHRGTE N — IR, ARG XA IR S )
B3y — I ARSI T E LI EKE; F—
R AATA I TIE 2T 28 AR
LRSI A W UKAS R/ AFAT I 9250 %, Pkt +
BAERTTRM AR, MURRERYEDL 2 mm
i, HA—80°C MR VAR IR A H T L34 1R 24
PEDIE o
2.2 TEEAMERANE

THEEKE (SWC) SRAMT%E, pHE
K HEAENE (K:+H 2.5:1) ( Prtavo 907
MULTI pH, 788 ), +HELmk (TC) & & RKH
Multi N/C 3100 TOC 43 1 % ( Analytik Jena, 7
B ) e, 24 (TN) FakH HySO4-HCIO, 1H
fi#% J5 H SmartChem200 4 H 2 fk 2% 50 £ 43 H1 A
( Alliance, ¥EE) MlE, THEMESA (NOy-N)
AR (NH,-N) &K SmartChem200 4 H
g4 B A ( Alliance, ¥ HE ) W&, 1 3% 4wk
(TP) & & R M-S QTR , A 30
(AP) & RHERR-FAL LI e, 28 (TK)
B iR FH S A AR - IO R , s
(AK) 2R H O IR 18 - IO 6 BE 0 5 PO,
HHEARMA (AN) SRNESEAMESAS &
SA
23 TERMEYMEREZA DNARE.PCR I EF
DGGE 531

BisHr et + 3R AN K A PowerSoil® DNA Isolation
Kit it & ( MoBio, USA) #EF73LHN4lshi, It
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B3 uL [N 4] DNA R 1.0% Brt i BEEE R H 1k A
W, LARGEFE N 4] DNA 25T TIREesLs ., L
PRI 35 Y DNA Az, R PCR Xf 4%
YNEE 16S rRNA V3 Al AR K FEA 79 4, H BlES |9
4 357 F-GC ( J¥%1°h CGCCCGCCGCGCGCGGCG
GGCGGGGCGGGGGCACGGGGGG ) 1 N 5|4
518 R (J¥3: ATTACCGCGGCTGCTGG ) "9, %5
1 X PCR §" A% & . BioLinker 2 x Taq Mix 20 pL,
519 FE A R4 1 ul, DNA R 1 pl, #b
ddH,O % 40 uL; HyYIERFH: 94°C, 2 min, 24
Ji 94C. 30 s, 56C., 30 s, 72°C. 30 s, 25
AMEIR, BJh 72°C $E 5 min, $ PCR § 4 7=4)
K AXYGEN A5 i AxyPrepDNA #EJ [R5
G, B =Y T I PCRY G, 55 21k
PCR §" 34 1A & JJy . BioLinker 2 x Taq Mix 20 uL,
1% i R e 45 2 L, DNARIAR 4 pL, #b
ddH,0 % 40 pL; P F)F A : 94°C. 2 min, &
J5 94°C. 30s, 56°C. 30s, 72°C. 30s, 51F
W, o 72°C ZE#H 5 min, PCR =4 1% BEfEkH
S I FL VAN o
APERRBEBECHL YK ( DGGE ) J3#87: K JH Bio-
Rad /A 7] Deode™" [ 2 [H 98 A8 46 ] 2 48 %) PCR [
NPT B o RE AR AR TR R 50%~75%
( 100% FZ5 PR SR 7 mol- L' F IR 5 11 40% 1Y 25
BETHBIREY ) 1Y 8% MBS, #E

70 VITEERIE T, 60°C Hik 15.5 h, HKSERE
J&, fA 400 mL Biolinker DNA Red Yt (7500744
4, 40 min J5 & T Bio-Rad %E I B % £ 4t b MELHN
M, iR+ 3E4HTR DNA $#2H. PCR ¥ 34 F1 DGGE
ST AR ( i) ABRARISER.
2.4 HIESGITOT
K Quantity One 437 # f ( Bio-Rad ) X 4%

TR SR R IR SR RO S T A A, iR
AFEIM IR ARV W FE & (S). Shannon
8% (H). Simpson 8% (D) LI E (Ey)
GEZFEMERRECY . R ER T 225041 (One-Way
ANOVA ) & Duncan 2 5 [ 48 7 A AN [R] AR
Z I PR R SR AR 2 RE e R0 22
FREME (p<0.05). ESPHT, X5 EIER
HEATIEZR 075 ( Shapire-Wilk test ) J 7 2255 MERG TG

( Levene test), # A5 & W] X %4 4 #F 47 Box-
Cox 84 . R Pearson AHICHE /BT - SE 20 e i I
ZREVESRES AR R A e . BRI
i IBM SPSS 24.0 %k F58

3 RGN

A ER TR TAREY IR AL 1 R

1T a R 5 FPOCTOMRE B R i 25
AEFE (p>005); EEMENTHAA LS K
. pH, MBS EIRET 452 LK

31

x1 STWMAIMTEEBEUERLESMH (n=3)

Table 1 Comparative analysis of soil physicochemical properties among five different planted forests ( n=3) .
2K L1 /NS ARG KEHE KITHRK REMM
= Pinus massoniana Castanopsis hystrix Mpytilaria laosensis Michelia macclurei Eucalyptus urophylla x
Parameters . . . . . .
plantation plantation plantation plantation E.grandis plantation
FKE
. 2 29.68 +2.81 a 30.94 +£2.98 ab 32.35+2.31 ab 30.07 +3.79 ab 3538+0.82b
Moisture content/%
pH{A
430+0.05a 4.59+0.09b 437+£0.04a 434+£0.02a 5.02+0.19 ¢
pH value
ST
-1 17.56 £9.59 a 20.19+6.41 a 16.20+3.32a 1774 +2.68 a 1594+ 124 a
Total carbon/(g-kg )
=R 0.67 +0.08 0.81£0.22 ab 0.76 =£0.30 1.18+0.27b 0.68 £ 0.05
Total nitrogen/(g-kg ") : Hea : <ca : —-va : ' . Hoa
= 0.23+£0.03 a 0.22+0.02 a 0.20+£0.04 a 0.30+£0.03 b 0.12+0.02 ¢
Total phosphorus/(g-kg™) : : : : : : : : : :
K
. Lol 0.74+0.29 a 0.64+0.04 a 0.74+0.13 a 1.13+£0.46 ab 1.46+0.13 b
Total potassium/(g-kg ')
ARE
) . -1 2471+9.15a 10.36 £ 1.14b 21.63 +4.90 ab 29.07+6.27 a 19.73 £ 6.79 ab
Available nitrogen/(mg-kg )
ik 1.36+0.31 a 1.71+0.38 a 1.69+0.39 a 1.69+0.43 a 0.60+0.13 b
Available phosphorus/(mg-kg ") . : : : : : : . : :
TR
27.07 £ 10.08 be 1527+2.85a 17.83£1.33 ab 27.83+£5.13 be 30.93+4.50 ¢

Available potassium/(mg-kg™")

e FFARVNG FREFORFE — LIRS RO RS R ZE R BE (p<0.05).

Note: Different lowercase letters in the same row indicate significant difference among different stand typesin the same soil parameter at 0.05 level.
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FONTRR, (HH: e WA S 5 i AT 4 Bl
SRR TR 4 50 S ERANTARARLL, SR
PAMRBEA BARR) L 5K | pH., R HA Rk
T, KORMAT A R R R e &
B ARG SR, ZLHEARR LA A

SRS A G, MR B HMR A s i+
HEg K,
3.2 TEMAEESEMNSHEMN

3.2.1 ¥ DNA #Bf= PCR #3g40m M 5 Fl AT AR
AR BRI A P B P 4 S DNA 4B 3 il
FH 1% IR AHEE e s vk R I, L2525 (& 1a) 2
7~ : DNA Marker 257 ¢ B854y, H JCHH W4 2L
%, HTREEEE . NEHEAME 16S rRNA Y
V3 AJAR X2 2 Yk PCR 4 A= # 45 B 4 uL F 1% B
JE AR B FEL VKA N 25 5% (8] 1b) WIHT: PCR ¥4
JE ) DNA F B BELE 250 bp 647, HIEZWHE, ¥t
BELHA DNA J7vE 4 PCR 971, 7T DL 1T
322 Lt wm @ A% DGGEH#E >4 iz H
DGGE A A - HERE S P AN B 1) 16S rRNA JE A
V3 Jr Bt PCR =¥ 43 &5 0 80 B N 55 1 WL IK 2%l
(K 2a), £ Quantity One # /44 5. DGGE Jit
] A 8 B L0 1) 5 A A 1L (1B 2b) . #E & 2b

a
1 23 456 7 8 9101112131415

AT L

I

&
1
i
I
(&

R
| I
L IMEes |
FI T
I8 1 I
IS Ay
I BS -5 Bl
g 3N
B LA U
LplamEe
Jpramee il
ALLZeEE 10
Liman

El
| B
|

CERITE 5 e - s i D A MATEL T Koo AR L T CrlT) (7
|

TN 0 TR UL e A L SR s
) i

u
B
u

u
u
u

60.7% | |

X
<
o
S
=

W 1,20 3: MM 4. 5. ¢ BEMAM; 7. 8. 9: K Jukidk; 1

WL
LA

—_
(=4

54.7%

D1 D20 38E 1A 2R3 K 1 K2 K 3K 1K 2K 3L 1412413 M

1 T2 Th 3 1R 24 3k 1k 2K 3K 12K 2K 3401412413 M
2000 bp

1 000 bp
750 bp

. M: DNA Marker, H: SREMATH; #: BEMATH; k: Kk
AT K KEHEATHG 20 AT 1 2503 3o
Fbksr 2 RE 5

Notes: M: DNA Marker. Ma: Pinus massoniana Lamb. plantation; An:
FEucalyptus urophylla x E.grandis plantation; Huo: Michelia macclurei
Dandy plantation; Mi: Mpytilaria laosensis Lec. plantation; Hong:
Castanopsis hystrix Miq. plantation. 1, 2 and 3 represent soil sample

numbers for each planted forest, respectively.
B 1 58k TIEME S DNA FIRAEHER K EE (a) f0
T4 16S rRNA EE V3 XHIE 2 X
PCR # i B EE (b)
Fig. 1 Agarose gel electrophoresis of total DNA extracted
from the soil bacteria(a) and the PCR amplified fragment
16S rRNA (V3) gene of the soil bacteria (b) collected from
the five different tree species plantations

e, TR KPR AR R, i 2 A Y
BT AR IZAUBI A 28 (A

o

HH
|

o
1 -

(LN LRI R AR
A

-

TH-1
|

3 15 9 4 11 7 13 12 8

= 2 X 2 2 2 g8 8 o oo

= a s 4 % s 5 & & & §

[3a] o~ e <t o o [aa) o o [=2) el

vy < < < <t <t <t < <t N o
0. 11, 12: KEHeMR; 13, 14, 15: Z0HEMK,

Notes: 1, 2 and 3: Pinus massoniana Lamb. plantations; 4, 5 and 6: Eucalyptus urophylla x E.grandis plantations; 7, 8 and 9: Michelia macclurei Dandy

plantations; 10, 11 and 12: Mytilaria laosensis Lec. plantations; 13, 14 and 15: Castanopsis hystrix Miq. plantations.

2 AE#HS T RAERER DGGE KE (a) MEHSHE (b)
Fig.2 The DGGE profile (a) and strip distribution (b) of soil bacterial communities in different planted forests
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AR ETAREAR S AR, NI4T
HTBURLIEE 1 A BT T, HARAEAR
5% 1 FEARRAMAERIME . RYE DGGE £ AR LK
JEE FH IR 1T 2 3 AS TR ) DNA 4355 A4 J5E B, DGGE IR
A B, DR RN T B
5 Fpbk oy + R4 DGGE 1% By 2 5 I A
KEHEM (45.67) > ZL4ERK (4533) > SREM
M (43.00) > K Jifitk (40.67) > BB kAR

(40.00) (%£2),

323 EEmAEE LZHME AR 16S rRNA 1Y
PCR-DGGE &l 3% F (440 8 5 B B U AL 245
R, R R E RS E . Shannon
f6%% . Simpson FEEXHMI I (F2), k27
M B ZHVIEEUE 5 MR 2ZRARE (p>
0.05), {HEFE Fehk + e B HETE 102 ZREPE TR 5L
PIREALT 4 Fh & LD TAR

®2 AEMDTBEAERREESHMELILE (n=3)

Table 2 Comparison of soil bacterial community diversity for different studied plantations ( n=3)

#5325 Stand types

F & JZ Richness Shannonf&%{ Shannon index SimpsonfE%{ Simpson index %1% Evenness

I BFAMK Pinus massoniana plantation 43.00 +2.65
ZIHEAK Castanopsis hystrix plantation 4533 +4.51
KZHEM Mytilaria laosensis plantation 45.67 +2.08
K FIHiHk Michelia macclurei plantation 40.67 +3.21
FEEAHR Eucalyptus urophylla x E.grandis plantation 40.00 +3.97

3.28 +£0.04 0.94 +£0.01 0.87 +0.02
3.34+0.26 0.94 +0.03 0.88 +0.07
3.28+0.17 0.94 +0.02 0.86 + 0.04
3.32+0.18 0.94 +0.02 0.90 + 0.04
3.03+0.17 0.91 +0.03 0.82 +0.02

33 TEAEHESHMENTEEAERNOME
X

IR L AN R R 2R TR A S PR
JUZ BT Pearson AT (3£ 3) R SRR

Ay 3N R Y% B9 Shannon $5%X . Simpson $5 5
WA ESHEASR B EEME (p<0.05), 1M
Simpson f8 8N 5] 5 SRR & AR (p<
0.05 ),

®3 TEAERRESHMERS TEELMERE Pearson X R
Table 3 Pearson correlation coefficient between diversity indices of soil bacterial community and
soil physicochemical properties

2% Parameters = 'E J¥ Richness Shannon#5 % Shannon index Simpson#§%X Simpson index )51 % Evenness
4 7K & Moisture content 0.003 -0.259 -0.275 —0.325
pH/H pH value —0.135 —0.467 —0.506 -0.510
JB Total carbon —0.061 0.265 0.298 0.365
4% Total nitrogen 0.019 0.539* 0.525%* 0.662*
4T Total phosphorus —0.059 0.481 0.536* 0.631*
44 Total potassium —0.486 —0.455 —-0.378 —-0.313
3% Available nitrogen —0.008 0.147 0.215 0.175
A % Available phosphorus 0.242 0.400 0.445 0.370
T Available potassium —0.480 —0.384 -0.231 -0.119

VENote: * p<0.05.

4 ifit
FETRIEI R WA MK | A ST 5ok o

NTHMEGAE T & AR A TS RG]
RERYZMLE 5 A A S 2 ARSCHI I PCR-

DGGE #AR, #ETDRMm .. 20 KEHR K I
A A Fh S LR TR AR A R E R N TR
MM (0~20 cm ) QRIS ZFEIERISEIN, 45
R, BEMAR ARSI+ EE . Shannon
f644 . Simpson f8EAIHIASIE S 4 Fi & L HF AT
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MZBEZEFSARE (p>005), X 5EEM
LU T T PULL XA N TAR LI E £ 5
JE . ZFMHREBUHAEER S S RS EMA
TARZIBITC 2 25 R W 4 ie BA— 3

AN [R) AR R v 0 8 AR o 1 D AR R 3 W)
AR AN Rl SR 5 e - S B M i i A8 4k,
115 [ 4 BEGUAE W T S5 40 S 2 e M Yy g AR B3
IR R R TR R EEE ORI, g
SRR IR R AL NLRA A B E AR R
JHAERPT BNy, AR e T g 5 K 8 H AR R
P XA ] RS B8 U5 A% ( Quercus aliena Bl. var.
acuteserrata Maxim. ex Wenz ) M A [A] #k 43 2 #Y
( JE#EH ( Quercus glandulifera var. brevipetiolata
Nakai ) Ak, # Ak ( Quercus variabilis Bl. ) #k |
PO ERAILFY ( Pinus armandii Franch. ) JRASHRAN
80 AR A B I ARAR ) S5 200 PRI R 445 A AR Al 1) TR (A
+, HBEeARSEm, HIEEEYR 2R
W KRR KB, ARIE LA Rl AR B S 7Y
(HORAERE . = FER ) TR R R = JEHEN )
T AEYRE S 2FA B EFEMX (p<
0.05). ABFsEr, 5PN TARTIEME ZHEES
TSR B EIEML (p<0.05), 5 ERIIFRE
REAR—F, M, HIEPEER W RN Y &
BUBFRIR, ARSI B8R KER I LUR AR
BFEE, 2l EREIFAEREHRMA R, 1M
SR AR T — KB A AT R R B R AL AN
AP RE e E RN 02~1.1 gkg!, HE
B EALT 0.4 gkg ' WA AT REBEAL N A P, A
Wi, 5 FTAR RS & (0.12~0.30gkg ')
T 0.4 gkg!, FHCEIEEDERY AR E LT
AEAE RN EFE PSR R, SXAT R 5 Aok 1154
RS 2R S 1 8 35 IR A DG Sl

TERMAERRS T, BRIk, F5r. @AL i
JE . pHAHSH 7 L3 FfEfE2E R, S35t
AN TR A AR AR R B iy 22 511000, skt
FrEED ST = JFIRE ( Robinia pseudoacacia
Linn. ) ARHb A BRI Y B o0 A i R 30, 1 80
JEE X A R R 1 A A B e AT R
W T 20ME ( Betula albosinensis Burk. ) #k 4 4~ 1-3%
JZ (0~10, 10~20, 20~40, 40~60 cm ) 4N Ef
&R . ZFEETR ORI A TR R O 2 Rk S R AR
fb; ZEF fai, ARLZE (0~20, 20~40cm)
ET. . BOZoKF BRI AR AR 34 7

WEIE R S HA 5 Fh 2 LR (204E . KzfE. K
it IEAZEFEEN ) NTHAEEN R 2ER, A
M, ASUNHE T R A 5 FhAS [A) 4 A A TR
XF 0~20 cm + JZ 40 Hf ¥ 19 45 BE . Shannon 45
%, Simpson FEECFIIAIEERYFEM, B4 5 AP
TARZ 0] AR RS ZHEE N 22 R 2 RIR L EA
[FANE? A RrE—2058 . 74k, FRIE R WA
L XS TR RS (4—9 HomiiZR, 10 =
BAE 3 AT, MIARRZET X ik
Ytevs AR R RN S 2 D, AR SO Y
5 RPN TR - 33 4 R Vi 22 R 1 52 M 2 15 23 A
M, ETIRARK .

5 i

R DR Sh A | 20 OREHE. K
AR B M A N TARTE 0~20 em 42 (] 54076
Bk AR TC W 25, 5 R N DART S AN A 7%
ZRAEE PR MR RFEIEMC. U S LI
WA CL0HE OREHERK A ) N TN RZ L
SEANR R AR R RCR 5 & L SR
TR SR RER N T AL I, X s
2 & LTRSS SRR R A AR L3 A
AR R AR IO B 22 57

S 3k -
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Effects of Different Tree Species Plantations on Soil Bacterial
Community Diversity in South Subtropical China

QIN Xin-hao', LIANG Yan®, CHENG Chao-fan*, QIN Lin**

(1. Academy of Forest Inventory and Planning, National Forestry and Grassland Administration, Beijing 100714, China; 2. College of
Forestry, Guangxi University, Nanning 530004, Guangxi, China; 3. Guangxi Key Laboratory of Forest
Ecology and Conservation, Guangxi University, Nanning 530004, Guangxi, China)

Abstract: [Objective] To examine the effects of plantations composed of different tree species on soil bacterial
community diversity in south subtropical China, and to provide reference for the selection of tree species for the ad-
aptive management strategy of plantation ecosystem in this region. [Method] The richness, Shannon index, Simpson
index and evenness of soil (0-20 cm) bacterial communities under four indigenous tree species (Pinus massoniana
Lamb., Castanopsis hystrix (Lamb.) Hook., Mytilaria laosensis Lec. and Michelia macclurei Dandy) plantations and
the plantation of exotic tree species Eucalyptus urophylla x E.grandis were studied by using PCR-DGGE technology
in the Experimental Center of Tropical Forestry of Chinese Academy of Forestry in Pingxiang, Guangxi. Moreover,
the relationship between soil bacterial community diversity and soil physichemical properties was discussed.
[Result] No significant difference in diversity of soil bacterial communities was observed among the five types of
plantations (p > 0.05). The bacterial community diversity of the five plantations was significantly and positively cor-
related with total nitrogen and total phosphorus (p < 0.05). [Conclusion] There is no significant difference between
the native tree species plantation and the exotic eucalyptus plantation in this area in view of soil bacterial community
diversity.

Keywords: soil bacterial community; PCR-DGGE technology; planted forest; south subtropical China
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