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Research on the Populations Variation of Alnus cremastogyne
I. DNA Extracting and Protoca Optimum for PCR

ZHUO Rerrying, MENG Xian-dong, CHEN VYi-tai
(Reszarch Inditute of Subtropica Forestry , CAF, Fuyang 311400, Zhegjiang, China)

Abstract : Taking China’ s endemic tree gecies Alnus cremastogyne and other 5 Alnus ecies as test
meterids, the DNA extraction of gerome and the anplification of PCR were sudied. Two methods were
teded, i.e. freezing treatment +5 % CTAB and liquid nityrogen + 5 % CTAB. It is proved that the opti-
mum PCR program is asfollows: pre-denaturating under 94  for 3 min. , denaturating under 94 for
18 seconds, anneding under 36 for 80 seoonds and extending under 72 for 120 seconds. After 40
cycles, the sanple is reacted for 10 minutes under 72 . PCR sygem includes buffer 2. 5uL , dNTP
2.5UL , primer (60 +s155) 2 mmol-L ™%, Mg?* 3.0 mmol - L %, Tep enzyme 1 U, DNA 40 mg, then
adding ddH,O to 20p L. This sudy may provide ome references for the gpplication of RAFD technique
in genetic research of alder tree gecies.
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