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An AFL P Linkage Map Using a Hybrid Population
o Populus tomentosa

ZHANG Yun-zhel, LIU Hong-xiaz, wJ Rong-ling?’,
LI Ming—liangl, HU Jian-junl, YIN Wei-lun®, HAN Yi-fan'
(1. Ressarch Inditute of Foredry ,CAF Bdjing 100091 ,China; 2. Beijing Foredry Universty Bejing 100083 ,China;
3. Department of Sidics 533 McCarty Hell C,Universty o Horida, Ginesille AL 32611 ,USA)

Abgract :The mgp was condructed usng Populus tomentosa X P. alba var. pyramidalis X P. tomentcsa hybrid
population in which the resgance of Dathrordla gregaria Sacc was segregeted. The authors had obtained 662
markers usng 19 Pal/ Msel primer pairs and 4 EooRI/ Msel primer pairs ,of which 43.2 % had 3 1 in segreger
tion ,14. 5 % gppears to be non-parentad heteroduplex ,and 48. 8 % was di sorted. 239 markers had been mepped
into 22 linkage groups (each incduding 4 loci or nore) ,and the integrated mep was 4 418 cM in length with an
average locus interva of 18.5 cM. Linkage group L GL was the largest one and covered 524 ¢cM with 25 markers.
The denseg linkage group wasL GL3 with an average interval of 6. 7 cM in length. There were duplicated loci for
8 markers,and 7 merkers tha linked to one of markers in a linkage group but couldr t be mgpped into that
grow . In addition ,there were 15 minor groups harboring 2~ 3 markers belonged to the parents. Moreover ,13 and
21 groups belonged to paternd and meternd parent ,respectively.

Key wor ds:ARP;genetic mgp ; Popul us tomentosa ; Popul us tomentosa X P. alba var. pyramidalis



