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Condruction d Repeated Carnation ACC Oxidase Gene Fant
Recombinant Expression Vectors

YU Yi-xunl, BAO Man-zhul, SUN Zhen-yuan2
(1. Huazhong Agricuturd Universty \Wuhan 430070 ,Hubei ,China; 2. Hower Center ,CAF Beijing 100091 ,Ching)

Abgract :The geromic fragment of carnation ACC oxidase ,the key enzyme in ethylene biosynthes s was cloned
and snge copy plant recombinant expresson vectors were condructed firg. The sense and artisense repested
plant recombinant expresson vectors were congructed based on the snge copy vectors. The repesated vectors
were indentified by redtriction enzyme and PCR andys s. The vectors were trandormed into Agrobacterium tume-
faciens ,which was corfirmed by PCR andyss. Transgenic plants of carnation were obtained by usng those vec-
tors which were corfirmed by PCR andys s and Suthern blotting. The transgenic plants were under further anal-
ydsfor tranggene dlence dfect.

Key word :carnation( Dianthus caryophyllusL.) ;ACC oxidase(AQO) ;repeat gene ;gene cloning ;congruction of
recombi nant vector ;trangormetion



