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DNA Madecular Evidences o the Inter-specific Hybrids
between Paeonia ostii and P. suffruticosa Based on ISSR Markers

SUO zhi-li*, ZHOU Shi-liang® , ZHANG Huisjin* , ZHANG Zhi-ming"
(1. Ingitute of Botany ,Chinese Academy of Stiences ,Beijing 100093 ,China;
2. Laboratory of Sygemdtic and Bvol utionary Botany , Inditute of Botany ,Chinese Acadenmy of Sciences Beijing 100093 ,Ching)

Abstract : Paeonia cstii was believed to be one of the main progenitors of the Chinese tree peony cultivars ,and
hybri dization was the nog important pathway for incorporation of genetic conmpostion of P. ogtii . However ,mo
experimenta evidence had been reported till now. In this gudy , P. odtii was used as a meternd parent crossng
with other two Chinese tree peony cultivarswhich were used as paternd parents. The relationships between the R
hybrids and their parents were andyzed by means of DNA fingerprinting based on ISSR (Inter-snple sequence
repeats) merkers ,and I1SSR fragments typicdly inherited from both parents were detected in the geromes of the
F. generation. This sudy d< indicated that 1SSR marker was suitable for identification of F, hybridsin P. suf-
fruticosa at seeding Sage.

Key wor ds: Paeonia otii ; P. sufruticosa ;crossng ; ISSR Marker ;DNA fingerprinting ;cultivar identification



