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Expressed Sequence Tag (EST) and Its Application in Forest Research

LI Hong1 2. LU Meng-zhu2 , JIANG Xiang-ni ng1
(1. Bdijing Foredry Universty Bejing 100083 ,China; 2. Research Inditute of Foredry ,CAF Bdjing 100091 ,China)

Abgract : This article has introduced the badc principles and procedure of EST andyss,and d s reviewed the
goplication of EST in novd gene finding ,gene expresson andysds and the use in preparaion of gene-chipsin
geromic Sudieson different biologca processes wood formetion for ingance. EST database provide a reurce to
develop nolecular markers such as NP, SSR ,etc. ,the latter has been used to condruct genetic linkage meps.
It s progpect of its goplication on fores geromicsis d < discussed.
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