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Abstract Taking the stans and roots of wo fulFsb clones with sgnificant difference n rootng rate as test
materialy wo differential expresson dDNA librares of Lark cutting during rooting were established by PCR-
select” DNA subtracton kit The results of analysis of Rsa I dgestbn latbn and subtraction efficiency show ed
that the o libraries were established successfully The positve cloneswere screened by PCR and dot blots 521
UniST were obtaned by sequencing and b binfom atics analysis
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