Mok B2 BF 5 2012,25(6) 751 ~ 755

Forest Research

XEHS:1001-1498(2012)06-0751-05

EMREEQERE PeTuad NEZRIZRE
hEEM H R

ZRW, R, BER’

CEPRPTRE O, TR A SHORE A SEH S, Jb s 100102)

FEE A A E AR, S R R RE R B R R EE A EEVEM . RA RT-PCR AR M E
it R SE R — AN R 1 (Tua3) RIREER (1 cDNA J3 51, K 1 356 bp, 4@ 451 AN IR, 6y 44N PelTua3, 4
BRI R IR E AR pET-32b-PeTuad3 , J-4 HAE AR IGAT B T i 3R 0k o B 1 VL VIR T 465 S 3R W« UL g5 - B [ %
PeTua3 FLNZE MR IAF M E R L, Hdh £ 37 CH 0.4 mmol - L™' IPTG %5 2 h AYRBMURIRIE . H PeTud3
FERA ST R 1k 1 20 26 AL SIS RN, LA Rl e, AR 4 22 B D) O R, A AR 1 Ad
FHA LR I L RS Rn S AR ) S RE 2 M AR 3 1 2 | A AR R O, A RO R

SCERIA) BT A A S AR R IR IR A R R A i A K

FE S :8795.7 CERFRIRAD : A

Prokaryotic Expression and Functional Analysis of Microtubule Gene PeTua3
from Phyllostachys edulis

LI Cai-li, PENG Zhen-hua, GAO Zhi-min

(International Center for Bamboo and Rattan, Key Laboratory of Science and Technology of Bamboo and Rattan, Beijing 100102, China)

Abstract ;: Microtubule protein, one key component of cytoskeleton, plays an important regulation role in the devel-
opment process of cells. An homologue gene of Tua3 was isolated from the leaves of Phyllostachys edulis through RT-
PCR method and designed as PeTua3. The open reading frame of PeTua3 was 1 356 bp encoding 451 aa. A pro-
karyotic expression vector pET-32b-PeTua3 was constructed and transformed into Escherichia coli for expression in-
duced by IPTG. There was significant discrepancy in protein expression efficiency under different temperature and
induced time. The best condition for PeTua3 expression was at 37 °C for 2 h induced by 0.4 mmol - L ™' IPTG. The
seeds of Arabidopsis thaliana were treated with the recombination protein of PeTua3, the phenotype showed that the
epicotyl of seedlings thickened obviously and the quantity of lateral roots increased significantly. The ultra-thin sec-
tioning microscopy showed that the parenchyma cells were more and bigger, and the vascular bundles were thicker in
epicotyl and main root of the treated seedlings than those of controls.
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