MOl B 27 BF 58 2015,28(1) .1 ~7

Forest Research

N EHS:1001-1498(2015)01-0001-07
#l 7T AtFBDLI £ 184 T i & K1 17 P Y E A

W, K O#, xER, RAEW, FEE, B OET

(L EAAEREBT T BT TE T, BRACIE 1% 7 R0 25 S0 g%, bt 100091 5
2. AP AR R AR AR e, 1L 5 430000)

AE AURIIT AFBDLI JEIR 2 FBD-like KR 005 00— 5, A S A 20T F-box MYZEFYIR . S IBBE RG24 51
AR /8 PR 2R 10U 70 R AL A v v 2 B 3R 0K (HXS T FBD-like 3 P R A9 58 10 AR /D, Sy i AT i AN A
o UL, BRI 420 Rk TR GUS Yefa /R AFBDLI LR ZE RIS+ b HAT I 23 ek fr ek o 4521
F W AR FUE TR A , 12 P 5 B 2R T A 2L R0 T A DX IRk 5 B UG %R TR T R4
FIRW WD T A A LT AR R IR o AR AL B - 5 BF AR RURTRR A LU, 38 % ik AFBDLI &N A
PRAE KT A% A ZTI [RIEIR 3 ~ 4 d G AU, 5 83 3938 22 10 7, 9 HLPEREA A2 5 B
T FRAEIRAR R LB A B MR i K22 (IR 12 em JERIRRLS B AtFBDLI 55 24~ 5 HE K RIE R T H1R
ML A IERIA R R . A OIS E R ] AtFBDLI JENTEAU R ST I A R R Tl R v, 4 e 7 Tt 7 £ 2 47y
Pt FE PR FE B

RERIA)  FURIIT 5 F-box Z5HIE; 2L IRE s 25 Dldim 7 A= 2H 2R

HESES:S718.6 SCHERARIRAD : A

The Effects of AtFBDLI on Apical Meristematic Growth of
Arabidopsis thaliana
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Abstract; AtFBDLI is a member of FBD-like gene family, which encodes proteins containing sequences similar to
F-box structure domain. Online expression prediction indicates that AtFBDLI is mainly expressed in shoot apical
meristem. Few studies have been conducted on FBD-like genes, which cause the function of these genes remains
largely unknown. By using tissue-specific semi-quantitative analysis and GUS staining, the temporospatial expres-
sion pattern of AtFBDLI in Arabidopsis thaliana was investigated. The result showed that in the early stage of seed-
ling development, the AtFBDLI was mainly expressed in shoot apical meristem and in hypocotyl. After the stage of
euphylla emerged, the expression of AtFBDLI in hypocotyl decreased significantly and mainly restricted the shoot
apical meristem. Compared with wild type plants, the AtFBDLI over-expressed plants displayed slowed growth with
up to 12 cm shorter stems, delayed bolting time of 3 to 4 days, reduced rosette leaf area, increased leaf number up
to 10, and abnormal leaves. Co-expression analysis showed that the transeription of AtFBDLI was correlated with
several auxin-related or flowering regulation genes. The result of this study indicates that the A¢FBDLI plays an es-

sential role in plant growth and development in Arabidopsis thaliana, especially in the process of the shoot apical
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meristem differentiation, highly likely through auxin-related pathways.

Key words: Arabidopsis thaliana; F-box domain; gene function; shoot apical meristem
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