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Abstract ;130 individuals of 9 Populus davidiana populations collected from 3 Tibetan-inhabited regions in southwest
China were examined by sequence-related amplified polymorphism ( SRAP) markers to determine the genetic struc-
ture. 99 polymorphic loci were obtained from the 9 populations using 7 selected primers, and its percentage was
59.28% . As analyzed by POPGENE soft, the average percentage of polymorphic loci ( PPB =33.80% ), Nei’s
genetic diversity (H =0.1309) and Shannon’ s information index (I =0.213 7) indicated that P. davidiana dis-
tributed in Tibetan-inhabited regions in Southwest China held a lower level of genetic diversity than that of P. dawvid-
iana distributed in Northeast China. The coefficient gene differentiation ( Gst) was 0.325 5, indicating more varia-

tion existed in the individuals of the populations. A weak correlation was found between geographic distance and
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genetic distance (r =0.349,P =94.5% ), which indicated that the mountain barriers strongly influenced genetic

differentiation among populations. Unweighted pair-group method with arithmetical averages cluster analyses ( UPG-

MA) revealed that the Weixi population from Diqing region had grouped with the four populations from Ganzi

region, while the Deqin and Xianggelila population from Diqging region had grouped with the two populations from

Changdu region. According to the analysis on genetic structure of P. davidiana populations, it is proposed that

natural population should be protected in situ, and the germplasm resources should be constructed to enhence the

gene flow.
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