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Abstract; Schima superba is a representative, widely distributed species of broadleaf tree found in the subtropical
forests of southern China. It valued commercially for its timber and ecology using. We used SSR molecular tech-
nique to investigate the genetic diversity and structure of S. superba, which would formulate the breeding strategy
and provide insight for selecting breeding parents. 14 pairs of SSR primers were selected and 133 individuals came
from 15 provenances were conducted in this experiment. The results showed that 86 polymorphic loci with alleles
ranged from 2 to 11 were detected. The observed number of alleles, number of effect alleles, observed heterozygosi-
ty, Shannon information index and Nei’ s gene diversity were 6. 14, 3.23, 0.572 0, 1.224 7 and 0.599 0 respec-
tively. The breeding parents of S. superba held higher genetic diversity and the genetic diversity in Jian’ ou of Fu-
jian Province was highest, but it was lowest in Suichang of Zhejiang Province. The genetic difference was large a-

mong the individuals of the breeding parents of S. superba. The genetic distance was ranged from 0. 023 3 to 1. 633
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8 with the average value of 0.606 7. Shannon’s index of breeding parents was significantly negative with the lati-
tudes of the seed sources (r= -0.5162, p=0.048 9). The UPGMA cluster analysis showed that 133 individuals

clustered into three groups and the third group could be divided into 4 sub-groups. It is important to consider the or-

igin of the trees when selected the parents for hybridization.
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(0.2 mmol - L™") MgCL (1.5 mmol - L") 3|4y
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F1 K% 14 53 SSR 5| REFEBER

514 HEIFY SI¥F51(5°3") BRIV bp 1R ki °C

SS01 (TA) 5 F:AGGAGGAAAGTAGTTGTGAAGG 78 ~ 184 52
R: TCAGGGCTTGTGCTGCTTC

SS02 (TGG) F: GCACATGCCATGCACACC 62 ~ 254 53
R: TAAGTAGCAGGTGGGAATCAG

SS10 (AG) ,G(AG), F:CCAACAAACGGCTTACAT 168 ~ 194 55
R: CACCGCAACAGAAATCG

SS12 (AG) F:AGTGTGTTTGGAATCTCCTCAT 199 ~ 251 52
R:CCTCCTTTACCTGTTGTATTTG

SS13 (AAGG),GG(GA) 1, F: TTGGAACCGTCCCCACTCTAT 118 ~ 143 52
R: TTGGGGCAAAGCAGAGGTAT

SS16 AGTC(AG) , F: GAAAACTAAATGGTCCCTAC 276 ~ 322 55
R:AGTTAGACTTAGCACTACGGTT

SS18 (CT) 14 (CG), F: ACCACCAGTAGCAGCCATC 93 ~ 220 52
R: CAAGCCAACTCCGACAAT

SS19 (AG),AA(AG)4CG(AG), F: GATTGATGTTCAAAGGATGG 240 ~ 276 52
R: GTTATTACTGGTTTGGTCGT

SS22 AGCA(CG),(AG),, F: TCAAGCAGGAGTGAAAGC 285 ™~ 363 52
R: AAAGGTTGGGGTGGATAG

SS24 (AG) ; AATGAT(AG), F: ATAGCCTCTGGCAAATCC 194 ~ 204 55
R: ACGAGGACGGTGTTGATG

SS26 (AG),AA(CA), F: CCACTTCACCTTTCATCAT 120 ~ 148 49
R: CACACTCATCTTCCAGACAAT

S$S30 (TC)5s(AC)s F:TCGGAGGCTTCGTTTAGGGTTT 96 ~ 230 55
R: TGTTTCCTCTTCTCGTGCTCCG

$832 (AG),,AAAG F: TCCCAAAACAACCCTCAT 320 ~ 370 52
R: GGACTGTTGTCGGTGTTG

Ss42 (GA), F: TTTCATTGGCTCTTCCTTCCTG 65 ~ 287 52
R:AGTGTGGGAAGACTATGGATGG
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, %ﬁ, ﬁﬁ%,ﬁ ihanm{r,‘ Nei "S £ MG ARG Pt it FEP
LA, L HEF¥C  FRIEE MR 1 1 (He) (N)
(Na) (Ne) (N H( Nei) Fi K F,
SS01 2 1.818 6 0.642 4 0.450 1 0.6842 0.4518  -0.6326  -0.5312 0.062 1 3.774 2
SS02 5 1.672 4 0.795 4 0.402 1 0.4812 0.4036 -0.4254  -0.1676 0.108 9 1.1319
SS10 11 6.756 7 2.120 2 0.8520  0.6466 0.8552 -0.1086 0.208 8 0.286 3 0.623 2
SS12 9 4.7615 1.718 5 0.7900  0.6692 0.7930  -0.1470 0.137 8 0.248 3 0.756 8
SS13 8 2.717 8 1.362 0 0.632 1 0.2632  0.6344 0.398 2 0.597 9 0.3319 0.503 3
SS16 6 1.889 4 0.953 6 0.470 7 0.5639 0.4725 -0.4561  —0.1489 0.210 9 0.935 1
SS18 11 7.409 0 2.116 8 0.8650  0.6090  0.8683 0.028 7 0.342 4 0.323 0 0.524 1
SS19 6 2.526 3 1.144 4 0.604 2 0.6917 0.6064 -0.3321  -0.166 0 0.124 7 1.754 7
S822 3 2.3249 0.942 2 0.569 9 0.1955 0.5720 0.294 7 0.658 8 0.516 3 0.2343
SS24 7 2.379 2 1.206 9 0.579 7 0.5338 0.5819  -0.4226 0.038 0 0.3238 0.522'1
SS26 6 4.987 7 1.692 6 0.799 5 0.9774 0.8025  -0.6528  -0.2440 0.247 3 0.760 9
SS30 2 1.761 0 0.623 7 0.432 1 0.6316 0.4338  -0.5914  -0.4114 0.113 1 1.960 7
SS32 5 2.8273 1.207 1 0.646 3 0.7293 0.6487  -0.6564  —0.1017 0.334 9 0.496 5
SS42 5 1.4121 0.619 2 0.291 8 0.3308 0.2929  -0.3874  -0.1208 0.1922 1.050 7
¥l 6.14 3.2317 1.2247 0.5990  0.5720 0.6012  -0.2909 0.048 6 0.263 0 0.700 5
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( Nei) ¥J{H 4357 1.224 7 #10.599 0, X Ut HiZF Fh
B EAIE S A, B 5 e i al . & b
R EA I 5 B (He) LSRG B (Ho ) 1
YE4Y 30 0.601 2 F10.572 0, JEE(E 5 W 2 (5L
A—F, 14 DML 8 AL i BRI 28 R 5L
FAE/INT 0, B KT 0, SRS & Fp oA ) b
SRR, 14 ML AR IR B %401
ZEF,50.263 0, FEHFRE/NN, =0.700 5)
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WL B AN 57. 14% o ANIR] P A A A AT 8% 55
PEFEN B (Ne) Jy 1.581 5 ~2.785 6, Hoi, st
WiLfz i (2. 789 6 AN, MHTLE B ik (1. 581 5 4>)
(#3) . Shannon {5 BAEHL(1) Ml Nei” s FENZ A
?‘é*éﬁ(Nei)Q*S'EE/?-ﬁﬁ%ﬁ?ﬁ@ﬁﬁﬁﬁ@ﬂtﬁ%ﬂi
B AR R, B AT MWL I% B R A i
e ZREPERAR . AL AN AR 26 A Nei” s JE [
ZRENESR AL ( Nei) 5 7= ML AR 70 M K B, AN [l =
M A SR AN AL Z2REAE 5 7 2 B 1) S A 3 DR 5%
X N A Ja SR A B C $

K AN [ 7= Ml R A 75 b AR 22 A5 65 20 B

(r=-0.5162,p=0.048 9),
T S%,
x3 AEFAEFHFEARRIEESEYE

-_ S EER I E R EZY A Shannon {5 &, Nei’ s JEH 24 WA A B WA
(Na) FEPIEL(Ne) Hor e/ % 88D PEHEE(Nei) (Ho) (He)
FJJO 3.571 4 2.789 6 100. 00 1.0199 0.586 8 0.754 5 0.605 7
FJLC 3.500 0 2.333 1 100. 00 0.936 3 0.5275 0.592 9 0.5553
FIYX 2.857 1 2.3427 92.86 0.864 2 0.519 0 0.714 3 0.549 5
FJZH 3.500 0 2.391 4 92.86 0.8525 0.448 2 0.521 4 0.471 8
FJSHC 3.428 6 2.167 0 92.86 0.783 6 0.408 7 0.404 8 0.422°8
FJNP 2.928 6 2.090 8 92.86 0.777 7 0.453 3 0.571 4 0.479 9
FIYA 1.857 1 1.690 5 78.57 0.5227 0.357 1 0.571 4 0.476 2
JXSY 3.428 6 2.410 1 100. 00 0.973 6 0.554 1 0.660 7 0.591 1
IXXF 2.785 17 2.125 4 100. 00 0.792 3 0.478 9 0.550 0 0.504 1
JXYT 2.857 1 2.1337 100. 00 0.792 3 0.474 4 0.571 4 0.502 3
IXYJ 2.500 0 1.853 9 85.71 0.6459 0.3923 0.508 9 0.418 5
IXTG 2.071 4 1.738 7 71.43 0.549 8 0.354 3 0.500 0 0.393 7
ZJQY 2.500 0 1.907 1 92.86 0.674 3 0.4152 0.589 3 0.4429
ZJLQ 3.1429 1.999 1 92.86 0.720 2 0.407 6 0.5195 0.427 0
VAR 1.7857 1.5815 57.14 0.4215 0.269 8 0.3810 0.323 8
HIH 2.847 6 2.103 6 90. 00 0.755 1 0.443 1 0.560 8 0.477 6
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A7 L ARE R 133 A ] 1 g5t 45 25 57
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FBALE B AT, M 1,40, 24 DL by B EA T i
TR B 43 A I, 77 Hb 18] 352 4% B 25 U] 4 0. 069 2 ~
0.627 2, Hh 4% #H 5 - AR H K 22 7 i A K o 2%
AL I BT, A 3 ORI VL% B 7 b Y AR ey
SRAS G I B , (HAH G A A S , ™ b R) 38t A BE
R I A R NN 7 N e (S

UPGMA B 45 5L (] 1) WoR: 7E L BR B
0. 320, Afif 133 ANF R EATCIE RN 53 4 3 A
PR HE LAY 25 DoRA, E AR T )™ M
(199 A JoE & (BR FILCS1) Fle g ki ™= iy 16 A4~
TCPERR s M 2 A48 23 R, Bk B Am ™ i,
3SR (9 AY) JIE (6 4~) ES (1 A4S) Fl
BT AY) o RT Y85 ASEAR N —K LK
A% 4 A ZEHE, Ho, 5 1 A3 DL VL ol
FLAFEILE R BB KIT T EARLVEARIL
] S R T YRR 5 7 ) R 3 SR AS 5 B 2 S DA AR A
B ke I E BORPE R | 55 AME R R A T
ARVLANE ™ 1 8 73 28 A 55 3 AN 2R N AR 43 LV
15 FAE T HEAS s B 5 1 A28 EEA 5 VLYY
G AR i ™ M R A, RS T
PUE )« ARFF A DUAS ] 7 DX (s I Hi ™ X
FALHERIX) ™ H %5 7 047 2 AHATS A 191, oz
T O DX A T T A 1 2 AR R R A A
R SR AE— B2 , U B 7™ DX N R AR g5t 4% 25 T A R
225, X RS TG RS EA R AIL T 2 e 4%,

3 Zk 5t

ASSCAE Niu 267 JF 4 19 36 X AT SSR 514719
el b, SCBETHETE T 45 XF SSR 519171, M i
PEPRAT 14 X5 1 7 B A2 MRS 1 3 1 T AR 4 1
B PR A WAL ZREE R AL S50 0 1,
A Ja AR oy A B B AL TR R S

AT, 14 X AR fap SSR 5 #4186 4
S PR AT 5 | A ) ) 252 37 2 PR B (V) 78 53
JEHEA 2 ~ 11 A PSR LR (Na ) R 6. 14 4,
AR LB (Ne) 7y 3. 231 7 A, %

F B (Ho) 2y 0.572 0,72 Nei” s JEPR ZAEMEFE 4L
(Nei) 24 0. 599 0, -3 Shannon 1§ BI85 (1) N
1.224 7, gy 1 ARE MR AR L 2 061 28000
SRR XA MR AR S 2R SRAS AR
R 5, BAR BN Z i)t Heli . 5 ik
AT RAPD f 326 A ff o ik 1% 22 RE LB 5
ZERAA LG AT AR 1 ACE R 1938 1% 2 4%
YSHm, XA F IR EMOEARE T+,
HR A IS F A O, T H AT RES SSR ARiC o7 A
(1 2 AP B K, SR B R E T AR
A B RE A b B SR AT R s 2R S
PR PR R, 5 AR R 5 A 2 PR Y
WRFTAE S B [ 45 B 5 v 7 i ) ik 1 2o
PEBAR , IR B 7 1 1) 5 A 2 RV e, 1 T BB IR
245 3 3 XK IR R AR R R RE VR 2 R PR A b
FRHERAR, XSG FMEAERRMS TS
Z%,

ARA L ARE R AR TOME R AR, A ot
FHAW B HIREOCR . A SCREEE R 5 AL

] AR AR 120 45 ) R MR 5K, a7 DX 0 A 7 XIS
(VR[] 5 A AR DA BE BRI, 18 1% 22 S s, ] e 0
P 7= M ) ) R A BEAT 2858, AR T LA o
D PEIXCEA T 28 A A A et S, [ s SR A
DXALFRSRAPTHRE B, 15 2 B 5 A 25T bl &R o
F3HN ARSI TS R R, 7 ) st A% B B A7 7]
SEPRETES AN RE A, 7 B B 9 A e e g AL
PBSROR PR OR R B, P, 76 2R AN KL L i A BE
N7 3t 52 PR B D SR AR S BC A 3

TR ORIDE A LRI AN A A, DL, &
FOREVR F S B AR AT Y SR A R 22, A I % 119
GEIRBUB T, 33X XA dh B 28 7 K e A A
TARR A2 o fELb LA L, B R A Ok
FRZ IR (s A5 22 5, 8 0k 20 4 B 7 Pl A AR 2 AS B
BB LT 5, SRS T R AR A, KA ) T8
AR ST o, ARAT B 2 G BT i R o AR A
Z RS B A 3t D Ak R 73 R 25 A 11 10 SR s %
e CA A 5T T B ) AR AL TN ()i o bt S T
TR A B A T AR A G I L B AT A2 1Y
FIRSFMAL MO FEABE ISR 12 A BEAY
WORETT 1, 3R S /NI RE AR B0 DL e K BR BB X 3R
AR TR IR SRR 0 SRt AR AT %L TR
XA AT LA 5 AR X T Ao i B U DR AT 1) A
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