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Fig.1 The lesions on the apricot fruitand the morphological characteristics of conidia
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Fig. 2 Colony morphology of the isolates and the morphological characteristics of conidia
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Fig. 3 Phylogenetic tree constructed based on rDNA-ITS sequence
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Fig.4 Symptoms on apricot leaves after inoculation
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Fig.5 Symptoms on apricot fruits after inoculation
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The Pathogen Identification of Apricot Fruit Spots Disease
in Gongliu County, Xinjiang

CHENG Yuan', HUAI Wen-xia' , YAO Yan-xia', LIN Ruo-zhu', LIU Zhong-jun’ , ZHAO Wen-xia'
(1. Key Laboratory on Forest Protection, National Forestry and Grassland Administration, Research Institute of Forest Ecology, Environment and
100091, China; 2. Forest Pest Control and Quarantine Bureau
830000, Xinjiang, China)

Protection, Chinese Academy of Forestry, Beijing

of Xinjiang Uygur Autonomous Region, Urumqi

Abstract: [ Objective | This study aims to identify the pathogen of apricot fruit spots disease in Gongliu County,
Xinjiang, and to find the causes of apricot fruit diseases, so as to provide a reference for the disease prevention
and control of local apricot trees. [ Method | The fungal strains on the infected apricot were isolated by using
conventional tissue separation method, and the isolates were identified by morphological observation, phylogenetic
analysis and pathogenicity. [ Result| The morphological feature of conidia developed on apricot fruit lesions and
PDA medium were consistent with the conidia produced by Thyrostroma carpophilum (Lév. ) B. Sutton. Further-
more, sequence identity comparison showed that all the three strains obtained were 100% identical in rDNA-ITS
sequences with the NCBI reference sequence of T. carpophilum, and the three strains grouped into one consensual
cluster with the reference isolates of T. carpophilum in the phylogenic tree based on rDNA ITS sequence. After
inoculation of the obtained isolate,, both apricot fruits and leaves produced obvious lesions, and the pathogen were
again isolated from the lesions, thereby satisfying Kochs postulate. | Conclusion | The three strains isolated from
the apricot fruit spots in Gongliu County were identified as T. carpophilum. This is the first report of this disease
presence in Xinjiang Uygur Autonomous Region.

Keywords: apricot fruit spots; rDNA-ITS; phylogenetic analysis; Thyrostroma carpophilum
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